t * 



yiaX2 MNIT5NSTTKD — I FRQRWLK I IFFILITCII3 YHDRVN I AFAMPGGMDa 

prmA MQ— KSQPGTRWFRIIVPILIACIMSFMDRVNISFALPGGMEQ 

PE6 MNTASVSVTQSQAIPKLRWLRIVPPILITCIISYMDRVNIAFAMPGGMDD 

PK1 MNSST N-ATKRWWYIMPIVFITYSLAYLDRANFSFASAAGITE 

prmB MNTSR KLPVKRWWYLMPVIFITYSLAYLDRANYGFAAASGIEA 

PE1 MNSST N-ATKRWWYIMPIVFITYSLAYLDRANFSFASAAGITE 

• ** * ****** 

yiaXZ DLGISATMAGLAGGIFFIGYLFLQVPGGKIAVHGSGKKFIGWSLVAWAVI 

prmA DLLMSSQMAGVVSGIFFIGYLFLQVPGGHIAVRGSGKRFIAWSLVAWAW 

PE6 ELGITASMAGLAGGIFFIGYLFLQVPGGKLAVYGNGKKFIGWSLLAWAVI 

PK1 DLGI TKGI S SLLGAL FFLGYFFFQI PGAI YAERRS VRKLI FI CLI LWGAC 

prmB DLGISRGTSSLIGALFFLGYFIFQVPGAIYAVKRSVRKLVFTSLLLWGFC 

PE1 DLGI TKGISSLLGALFFLGYFFFQI PGAI YAERRSVRKLIFICLILWGAC 

* ** ** * ** * * * 

• •••••• • »•■• « ••••• • « 

yiaX2 SVLT-GLITNQYQLLALRFLLGVAEGGMLPVVLTMISNWFPDAERGRANA 

prmA S VAT -GFVTHQYQLL I LRFALGVSEGGML P VVLTMVSNW FPEKELGRANA 

PE6 S VLT -GL VTNQYQLL FLRFALGRFRS GMLRWVLTMI SNW FPDKERGRANA 

PK1 ASLDRDGAQYSRAGRAIRFILGVVEAAVMPAMLIYISNWFTKSERSRANT 

prmB AA-ATGLISNIPALMVIRFVLGVVEAAVMPAMLIYISNWFTRQERSRANT 

PE 1 ASLDRDGAQYS S AGWRS VLFS AVVEAAVMPAMLI YI SNW FTKSERSRANT 

* **** * *** 

• • •••••••• • « 

yiaX2 IVIMFVPIAGIITAPLSGWIITVLDWRWLFIIEGLLSLVVLVLWAYTIYD 

prmA FVMMFAPLGGMITAPVSGWIIALLDWRWLFI IEGLLSWVLAVWWLMVSD 

PE6 IVIMFVPIAGILTAPLSGWIITAWDWRMLFLVEGALSLVVMVLWYFTISN 

PK1 FLILGNPVTVLWMSWSGYLIQAFGWREMFI IEGVPAVIWAFCWWVLVKD 

prmB FLVLGNPVTVLWMSIVSGYLINAFGWREMFIFEGVPALIWAIFWWFIVRD 

PE1 FL I LGN P VT VLWMS VVS G YL I QS FGWREMFI IEGVPAVLWAFCWWVLVKV 
* * * * ***** * 

• • • • • * • • • • • • • • • • 

yiaX2 RPQEARWISEAEKRYLVETLAAEQKAIAG-TEVKNASLSAVLSDKTMWQL 

prmA RPEDARWLPAAEREYLLREMARDKAERSKLPPISHAPLQEVFHNPGLMKL 

PE6 RPQEAKRISQAEKDYLIKTLHDEQLLIKG-KTVRNASLRRVLGDKIMWK- 

PK1 KPSQVNWLAESEKAALQEQLEREQQGIKPVRNYGEA FRSRNWLL 

prmB KPEQVSWLTETEKQQLASAMAEEQQAIPPMRNVPQA LRSRNVVVL 

PE1 KPSQVNWLSENEKAALQAQLESEQQGIKAVRNYGEA FRSRNVILL 

* * * * 



FIG. 1A 
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yiaX2 IALNFFYQTGIYGYTLWLPTILKELTHS-SMGQVGMLAILPYVGAIAGMF 

prmA VILNFFYQTGDYGYTLWLPTIIKNLTGA-SIGNVGLLTVLPFIATLSGIY 

PE6 FFYQTGIYGYTLWLPTILKGLTNG-NMEQVGMLAILPYIGAIFGML 

PK1 CMQYFAWSIGVYGFVLWLPSIIRSGGENMGMVEVGWLSSVPYLAATIAMI 

prmB CLLHALWS I GV YGFMMWMPS I LRS AA- SMDI VRVGWLAAVPYLAAI I TML 

PE1 CMQYFAWSIGVYGFVLWLPSIIRSGGVNMGMVEVGWLSSVPYLAATIAMI 



* * 



* * 
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LFSSLSDRTGKRKLFV-CLPLIGFALCMFLSVALKNQIWLSYAALVGCGF 
VVSYLSDKTGKRRQWV-MISLFCFAACLLASVLLREFVLAAYLALVACGF 
IISTLSDRTGKRKVFV-ALPLACFAICMALSVLLKDHIWWSYAALVGCGV 
WSWAS DKMQNRKLFVWPLLLIAVFAFIGSWAVGANLSWVSYTLLVIAGA 
VISWLSDKTGLRRLFIWPLLLIASVTFFGSWLLGSYSFWFSYGLLVLAAA 
WSWAS DKMQNRKLFVWPLLLIGGLAFIGSWAVGANHFWASYTLLVIANA 



* * 



FLQS AAGVFWT I P ARL F S AEM AGG ARG V I N ALGN LGG FCGPYAVGVL I TL 
FLKAATSPFWSIPGRIAPPEAAGSARGVINGLGNLGGFCGPWLVGLMIYL 
FTQAAAGV FWT IPPKL FNAEMAGGARG V I N ALGNLGG FCG P YMVGVL I TL 
AMYAPYGPFFAIIPEMLPRNVAGGAMALINSMGALGSFFGSWFVGYLNGT 
CMYAPYGPFFALIPELLPKNVAGISIGLINCCGALGAFAGAWLVGYLNGL 
AMYAPYGPFFAIIPEMLPRNVAGGAMALINSMGALGSFFGSWFVGYLNGT 



* * 
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Y S K DAG V YC - LA I S L ALAALMALL L P AKC DAG AA P VK — TINPHKRTA- 
YGQNAAWT-LAGSLI IAGI I AALLPTQC DLR PAE ARQQN FT PRI HDAK 

FS KDVG V Y S - LAVS LAS AS VL ALML PN RC DQKAG A E- 

TGSPSASYIFMGVALFVSVWLTLIVKPA NNQKLP LGAR HA 

TGGPGASYTFMAIALLVSVGLVFFLKVP SGNLVTRRLLKGD AK 

TGS PSAS YI FMGVALFASVWLTLI VKPA NNQKLP IGAR — -HA 
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